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BLAST 2 SEQUENCES 



sequences", FEMS Microbiol Lett 174:247-250 



Program rbla^to ^ I ; Main* |-gI#Sia^|g gg 




Parameters used in BLASHlprogram only: 
Reward for a match:l 1 Penalty for a mismatch: 



HI TTsft Mftga BLAST Strand option {^^^^IPW'M^^ 




\ penalties 



Open gap |n j and extension gap 

gap x.dropoFjso - ; expect [10 word size |3 i Elter 0 



Sequence 1 Enter accession or GI |degp j or download from file 



or 



sequence in FASTA format from:[ 



1to:[" 



.iaaaK 



gywLnhvvdnatvikvqlsdgrkfdatanvgkdprsdialiqiqnpknltaxkmadsdal 
Smdytvaignpfglgetvtsgivsalgrsglnaenyenfiqtdaainrgnsggalvnlng 
eUgLtailapdggnigigfai P sr™vknltsqmveygqvkrgelgxmgtelnselakam 
kvdlqrgafvsqvlpnssaakagikagdvitslrxgkpissfaalraqvgtmpvgskltlgl 
irdgkqvnvnlelqqssqnqvdsssifngiegaemsnkgkdqgvwnnvktgtpaaqiglk 

VadviLaanaqavkniaelrkvldskpsvlalniqrqdstiyllmq 



Sequence 2 Enter accession or GI |G ilbert :: o r d ownload fro m file 
or sequence in FASTA format from:| ^~J° : 



mgxKKvcxcv.c^vrcrgxrycrarvuqye rnavs^Ka^Lueey.y.ux^cycxxqm 
kvaerimaqhpgerfywlmsenniekydyyfnqikdkaerayffylpyglnksfnfxptm 
aelkvksmLpLkriylaslekvsiaaflstypdaeiktfddgtnnixressylggefav 
ngaikmfanmnvgdwsiaktrnasdehytifkglknimddgrrkmtylplfdaselkagd 
tggtvrillgspdkemkeisekaaknfniqyvaphprqtyglsgvtalnspyvxedyxlr 
ikknphtryeiytffsgaaltmkdfpnvhvyalkpaslpedywlkpvyalfrqadipxlt 




Comments and suggestions to: H(tst-hflp@ncM , nlm,nih,i;ov 
Credits to: Tntuma Tatusov and Tom Madden, 



http://www.ncbi.nlm.nih.gov/blasl/bl2seq/bl2.html 



Sequence 1 lcl|seq_l Length 473 
Sequence 2 lcl|seq_2 Length 371 
No significant similarity was found 



http://www.ncbl.nlm.nlh.gov/blast/bl2seq/wb1asl2.cgl 



